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STUDY ON SERUM GH EXPRESSION OF TRANSGENIC AND CONTROL
COMMON CARP UNDER HUNGRY COND ITION
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2. Deparment of Genetics College of L ife Science Wuhan University, Wuhan 430072; 3.Deparment of Genetics BasicM edical School of
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Abstract: This study comparatively analyzed the change regulation of serum growth hormone of transgenic fish and control
under starvation and feeding condition by using the Enzyme-linked immunosorbent assays, B ISA technology, and dis
cusxd itspossiblemechanisn. The result showed that there was no obviously change in serum growth hormone level of both
transgenic fish and the control in feeding experiment, but serum growth hommone level of the fomer was extramely higher
than the latter, which were (142.0 £4.9) ng/mL and (1.6 £0.2) ng/mL regectively, body weight growth rate of the
fomer was al© higher than the latter. In starvation experiment, the concentration of serum growth hommone in trangyenic
fish descended from (142.0+4.9) ng/mL to (46.0+3.2) ng/mL repidly, and then kept at this lower level, while the
concentration of serum growth hormone in the control rose up from (1.6 +0.2) ng/mL to (10.9 +1.4) ng/mL continu-
ously, therewas no significant difference in body weight minus growth rate betwveen transgenic fish and the control. The
study result revealed that the regulatory mechanisn of serum growth homone of tranggenic common carp was different with
that of the control, because itsexpression level was not impacted by pituitary feedback inhibition mechanisn but related
the control mode of 3 -actin gene promoter in the transgene.
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