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Fig. 1 Expression and purification and western blot analysis of
recombinant protein
M. Marker; 1. M15; 2. 0.5 mmol/L IPTG
MI15; 3. MI15 ;4. MI5 ;5.

; 6. Western Blot
M. protein maker; 1. M15 without IPTG induction; 2. M15 with
IPTG(0.5 mmol/L)induction; 3. supernatant of M15 lysate; 4. in-
clusion body; 5. purified recombinant protein; 6. Western blot
analysis of recombinant protein
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Fig. 2 Expression of the haemolysin protein in Flavobacterium
columnare Gy strain
TCP. ; ECP.
TCP. total cell protein; ECP. extracellular protein
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