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Tab. 2 Expression of Dmrt1 genes in fish gonad
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RESEARCH PROGRESS OF DMRT GENES IN HYDROBIONTES

LI Fa-Jun', FU Chun—Peng1 and LUO Yong—Ju2

(1. Weifang University of Science and Technology, Shouguang 262700, China; 2. Guangxi Academy of Fishery Sciences, Nanning

530021, China)

Abstract: Dmrt is a gene family that is homologous to Doublesex in Drosophila melanogaste and Mab-3 in Cae-
norhabditis elegans. Dmrt genes encode a large family of transcription factors including a characteristic conservative
zinc finger DNA-binding domain (i.e., DM domain). This ancient gene family has been identified in animal groups ran-
ging from invertebrates to vertebrates. Their biological functions include sex determination and differentiation, con-

struction of tissues and organs, and maintenance related functions. This paper reviews the recent progress of Dmrt
genes in hydrobionts with theirs functions in line of evolution from invertebrates to vertebrates. We analyzed the course
of sex determining gene for Dmrt genes.We further presented prospects of their future research in hydrobionts.

Key words: Dmrt gene; Dsx gene; Gonad; Crustacean; Fish; Hydrobiontes



