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Tab. 1 Primers used for all experiments

AR 51975 1M
Primer name Primer sequence (5'-3") Primer usage

CDSO1F GAAATGGCGAAGAAAGAGAA CDS clone
CDSOIR CGTTGGTTCAGATTCCTTC CDS clone
SRACEOIR TTTTCCGTCCGTCTGC 5'RACE
SRACEO2R GAGATCTCCAATTGTGCGCA 5'RACE
SRACEO3R TCGACAACAGCGGTTTTCTC 5'RACE
3RACEOIF GCGCAACAGTTGCGCACAATTGGAG 3'RACE
3RACEO2F ATAATCGCGCTCCAGAAAGCGCAGA 3'RACE
PactinF GGATGATGAAATTGCCGCACTGG gPCR internal control
PactinR ACCGACCATGACGCCCTGATGT gPCR internal control
RTPCROIF ACAGCAGTCAGACGCCTTTAA qPCR for CiNoxa
RTPCROIR GCTTTCTGGAGCGCGATT qPCR for CiNoxa
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Fig. 1 N-J Phylogenetic tree of Noxa protein family
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Fig. 2 change of Cinoxa expression in four tissues of grass carp
post GCRYV infection
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CLONING OF GRASS CARP NOXA AND ITS EXPRESSION PROFILES IN RESPONSE
TO GCRYV INFECTION

LU Xiao-Nan"?, HUANG Rong', LIAO Lan-Jie', ZHU Zuo-Yan' and WANG Ya-Ping'

(1. Institute of Hydrobiology, Chinese Academy of Sciences, Wuhan 430072, China;
2. University of Chinese Academy of Sciences, Beijing 100049, China)

Abstract: In this study, we obtained the full-length cDNA of grass carp Noxa (Cinoxa) and performed the sequence
analysis and phynogenetic tree construction. Next we used quantitative PCR (qPCR) to explore the expression pattern
of Noxa mRNA in response to GCRV infection. The results suggested that there was high similarity in the protein se-
quences between grass carp Noxa and zebrafish Noxa. The 3-demsional (3D) model analysis also revealed that their
protein 3D models were identical, and the models were homologous with C-terminus of BCL-2 family in mammals. In
response to GCRYV infection, the expression of grass carp Noxa upregulated significantly in the kidney, spleen and head
kidney and reached to the peak at 24h and 120h after infection. Our data indicated that the CiNoxa was ortholog of
zNoxa in grass carp and was involved in the immune response to GCRV. This could provide fundamental information
for the future study on functions of grass carp Noxa, and help understanding the mechanisms that regulate the transcrip-
tion during GCRYV infection.
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