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(1. WP E R 2B KA AR T AT, BRI 430072; 2. SIS KT IR A S B B R A S RN 5
BlEEE 7T o, 2RI 430014)

HE: FE/KRIE (Mongolodiaptomus) 3 J& T 152 £ 4 (Copepoda) ¥ 7K 2% H (Calanoida)£5:/K & Fk(Diaptomidae),
H i il g S K & RSP, Bk TR BB R N SEK & B HNL AR A S8R /K F (Mongolodiaptomus
mekongensis Sanoamuang & Watiroyram, 2018). fif Bt 7 2 (B A48 F 85 S5 7 iR R A i AT T A Rk, 3K
BUZYF ) 18S IDNAZE R F A HAR DT T H R G R G ML %R0 B 1) 32 BRI : 28 SHa 1 45 J5 0 A bk A2
S #8040 e B ke, T R — Bl A LR =R AR G, K R R A B 1 e, T R A
— s SESHNE N T AZ R AR T B A ARAE : IR R BB 3T AN R M H - RUIR SR 545 I A2 A
TN AR A —RPIR IR, H1 S 2755 v A sk B A A R SR Sl A — A = AIRR SRR, R —
MERRTR. 7 FREARKE ST ERZMN S EKER BREKEZE (Eudiaptomus) . #H157K £ & (Neo-

diaptomus) LA BT ISEG K R

SKEIR): LSRR, RIKERED; 18STDNA; JHAFEI/KE
X EHE: 1000-3207(2023)10-1640-09

hESES: Q145 SCARFRIRED: A

6 R S A A i ZK A 5 DAL ) e PR e 3 ), Hop
KEE . )iz, i KEE TSk
AR AT A KR A KR EIE A
AR B 1912 B R IE Bk, 219794 Bt 3%
7 #17K % H (Calanoida). %7K & H (Harpacticoida)
F81I7K % H (Cyclopoida)2 1 15", 1 J5 A Wi 45 35
FOFC TR IS, KB R 4 2B TR
ESER NIy = L e DI A B~ 3 N A S

K ERRTK S B MR R Z i) 1R
BE, AFRH AT F440 MM LissP T 9 4R
FEFISCHR IS 58T 1 A ER/K B R 2R 44 5%, JLHf
EERKERES6M . ERIK AL I SRR K 28 (Mon-
golodiaptomus)FHINE N HER/K 5 J& (Eudiaptomus)
FINE JR I 657, 19374F4R-TH AT )8, Reddys”
IR e 11 55 S 2 S5 G SRR R S R T R AR K E R
(Allodiaptomus) FUHTEL /K & J& (Neodiaptomus) )
SRR N SRR 2R, 25 Y R T A A A
DNASt % B0 55 3 #r ks 2 2K %8 M Allodiaptomus

ks B HA: 2022-07-27; 1817 HH#A: 2022-10-31

rarusB NF K KB . T RFEKEEMESH
P BRIE 3R [y SR SR S
KR, B T SRR (M. gladiolus). 555
K& (M. uenoi) PETR S ER/KF (M. pectinidac-
tylus) BRI EK R(M. calcarus)FVHE 528K &
(M. birulai)" ",

FE R K B R R M) % 8 T F B TR A
FRAE, 18 AR RS — kA . BV E . AN
B ERMATEMAA . BX. RN AR
PRI b R R E B IR, BT RS
IV AR AR S SRR BRAS 22 S A [R) gt A0 45 I
IR, £ 58 1) 53 IR 57 R AT W) b 45 e Ao
GK RN AEAE 2 WA B T T
(R R, A B bR T 2R RN AR AT W e, 7R R
AT ISR PR 1) % 08 v a] DR ST ) ik 4, A
Moy s e et T mEE i TR
R E MR BA IR K1, TH RS
fEE R AR BE R A" 5T FREYR

EE&WB: £Y 2 %A 5 I0E (2019HI2096001006) %5 B [Supported by the Biodiversity Survey and Assessment Project of the
Ministry of Ecology and Environment (2019HJ2096001006)]

EE /T BREAZE(1989—), Y3, BYRRSLIQIN; £ B MR IR BN 4 2 S AR A7 E-mail: chaojunwei@ihb.ac.cn

BEEE:

SRR, 22, GIBETT 01, HENFFN Y 0 K5 AW 7T, E-mail: springgong@ihb.ac.cn
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KEH. HAKEH. SI7KEH M HKEH (Poe-
cilostomatoida) 55 JEAE IVl 4 € MR GE K E 0 b
g B R, Thum #7185 rRNA
Xf AL SR ERK B L KRBT R G T, #A T
H IR ISR R R, ZoRG R R 5 WA B L1
MO AR Ao 22" COPRE IR 3 1 % [ Py
60FNER /K R BEAT 1 70 T4 5E, Herprsemh 7y 145 45
REFEH T IESRIER 0 REE FH R 2.

JH A ZEEIK F(Mongolodiaptomus mekongen-
sis)F& 7% [E 18 12 2579 22~ 5 Sanoamuang 1l Watiroyram
201 84FFE Y A ] A 3T il vk vz ~F S B A i I
i [ 52 K R R YA SR R R
AAEJE AR NI . A R S A
Bi P K p a2 vl R AR Rt
AR T VR T A by K A AR 8 5 U A SRR K
R A SRR AL B v, AR AT A R
2 RIE

FE W P 8 BEAT ORI SR A 3R], A BLYE
N EERIKE, AR FEVEAIRIIR 1 120 ME A R A4 1 T
AL, JF 5 1 P9 [F) Je Al R 3R AT X Ee 3
IZH18S IDNAJF ARG B 73 1 izt 5HEK &K
BHEAR R ISR R R, ARE SRR 2R 2K
MPFh e E RS

1 #RERE

1.1 #HRRE

BRI K A T R 4 W v B, B A W AR T b
KK PE LT B M, 42K A128.8 km®, M FE %
1.504x10° m’. BT RIE T EE AV IR E G
BLA R L, 7R TN BN R, 421333.8 km.
20214F 11 A 12 H 78 BR 33t /K FE FE 1 (E109.748°,
N19.644°) M B IEVLK 2 UK FH(E110.0413°,
N19.7271°)H 135 V70 4= 40 WX R B 13- B 0 AE i o
T b P A RE AR 1 % B & B RARAE ), BRASTEIAE
H R B K A A Pt U
1.2 EEFEE

7544 2B W% (Olympus SZ63) T fife 31 i A il A
31 ik f RN B S I 2 SR A, A OE B AR BB
(OLYMPUS BX33)i T A FMEE, 7+ R EESH
SCHR[20, 2170 TEA FEKF KL Adobe 11-
lustrator CSSHH-2: 1l
1.3 B ESHh

TERSI B S BREUE A 528K & ik, FHPBSZ;
MBE T3V, ARG F 100% 8 R & UE 1R, iR 1F
TN TR AL H AR TR 240; EEE WSS, K
Hitachi S4800%1# FL T 52 (M8 S &SRR AE 41 1™

1.4 DNAREL. ¥ MEFERRGLENH
PEHE A Z K F AR (n>30)H T DNATE
HU, DNA#EHEL K PCR™ ) A & #:4F 2 0l 2
DNeasy Blood & Tissue KitiA 7l & (Qiagen, 1 [E) Al
OMEGA Gel Extraction Kiti® 7] (Omega, 3£ [F)f¥]
VERHEAT o R EAZ AV 514%718S SSU rRNA-
F(5'-AACCTGGTTGATCCTGCCAGT-3")#118S
SSU rRNA-R(5'-TGATCCTTCTGCAGGTTCACC
TAC-3')#EA7PCRY M, 478 Jsg |87 P 14 B 995 °C
A% P4 Smin; 95°C 224 1min, 50°C I8 ‘K Imin, 72°C ZE
fi12min 30s, 35MEH; 72°C AR Ui ZE 441 10min
RNTHEEAZREKFAETKEEFH RS
KRG HAL, A TR0 E (1) 18S rtDNAJF 41, LL K A
NCBI(https://www.ncbi.nlm.nih.gov/) F U EE K ET 7K
FHMI32%%18S iDNAFHIMIHE RS B W, thak
HEHE /K & H JbHE 817K S (Mesocyclops pehpeien-
sis)i118S rDNAFFI/E AL ERE . MIFIMEGAT.0
AT 3R A 34T H Y, 9 F SeaView#R {115
B 51, SR 15 43 59 FR e KBl 4R v (Maximum likeli-
hood, ML)A1 DUt B4k W7 v (Bayesian Inference, BI)
HITRGEKE . BKIIRIEIEMEGAT.08 44
FIEEAT, 53 SRR i Bootstrap 10005
LI $7 48 0 455 49 T 7E MrBayes B0 AT, Sz
10000001, %45 1000FC53#E47 1CEE"

2 #£R

2.1 FEFHEA

BEMERRAR  K10.96—1.39 mm(*FHA{E+SD=
1.16+0.40, N=12; Kl 1A). S5 1l fA255, 224 XHFR,
KR R SOR (] IBAE] 3A). MRS A — X
VOIRFER (K 10). kTR AT E . 4.
SITATERE A HSITR R AR, 45
] Ff B 7 S5 0 AR R K, A T &% B — R R, A
PN E S B —/Nl. 531 AT EAA
X, 0 A 0 2 [ oK Rk, & 30 TS B — ol
HE = AT R R, s 1 A5, T A —
(B 1EME 3D). 215 55, k. BEX
WL AN EANIE, B X KT 201, BSHREN]
FE(H 1E). S5H0 & A A XK, S 13K M B
A, F2H AR A B — KRR, KT AN
FU ARG . AN UL KT, KL N 5
5o B2 TOIRAN N Ah&x I HL A, SEr 5375 5
HE . 3B N R, B R R —
K], KRR 1565 P 7S, T RFRIR, 28
27 AR v B —FI 2N B (& 1DFE] 3F).

MR KK 1.02—1.30 mm(FH+SD=



1642 K& A Y 47 &

1.1320.07, N=13; & 2A). kMBI AES . FEATREANKERR, Wism & A7 — R BEERS, 514
HARESH AT T A SIS0 sy R, A —/ha. R, KIEH2.51, A& A

K1 A REKEMENE SR TS RHE
Fig. 1 Morphological characteristics of Mongolodiaptomus mekongensis female individuals
A BRSO, B. 21l E T R B 140, C. (R ); D. 55500 2; E. JEH & X TA); #7/1=100 pm

A. habitus(dorsal view); B. antennule; C. rostrum(frontal view); D. the 5" leg; E. urosome(dorsal view); Scale bars=100 pm

B2 U SR S AT A R AL

Fig.2 Morphological characteristics of Mongolodiaptomus mekongensis male individuals
A VRS, B HSIMAL; C. IEARES47S L T KR XA D. SR A h BRI %15 (10—1779); E. 55 LA A B )R =75
(20—2277); 5 R=100 pm

A. habitus(dorsal view); B. the 5" leg; C. urosome(lateral view); D. right antennule(segments 10—17); E. right antennule(segments 20—22);
Scale bars=100 pm
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NIFE. 45 X TH 3 B = A AR LT R,
KA AR (B 3E). & 1AM fA25%, S5
PEEE 1 fl Ff AH TRD 58 LA oy (BRI ) 22719, 28 100
11—1771 L5A BB S/, PLES 13797 B pgfl kK
(K 2DAIE 3B), f#IEE 37 (R0 ) AN K i —
AR T AL, B8 4 E4—7 4~ ( 2DAIE 3C). 25 5H 2
FEARIRR A RFETT RN R AR, TR
R, SR A — Rk, T H 1K), K
PRI B2, RIEN KA R =M. 6
2EEATIE KT, KL 56 PSR, 1 B A AL
JrOIRE B ST 1 1 Hp 0 ST R v Ak L — A, K
FEAH AT Y AN IR K T . AR
2K L0 B8 B I, 55 ; 15 R i i A A — [

(\\v)

N

«,3 (XX1I)

HETZ IS H ;0 s 457 15 1 mp s, G Hp i DL 25 i
B, RuidBi; 7 AR A H— BRI ; SR s
Kimas ih, WERARIES . A BCHDHE, —9, KE
KT T, REGH—FIMfl. 55500 25
LR IR —FR R, T A — R &, KT
IR, B2 LAY N G B K AR T B
THIANR A — . AN, BRI,
BN, NG A NIE . SR,
B, PR, KES TR K TN
179, R —FI48N1 (B 2BAIE 3G).
22 DFRGEAEHH

AT FEIRAFIIIE A ZEK & 18S rDNAJF I K
FEN1766 bp. HT-YH A SR /K & LA [R] & HoAth 4

K3 A SER SRR B R
Fig. 3 SEM photographs of Mongolodiaptomus mekongensis
A MEVESE 1l A B. BEVESE U Al g (BRR IED); C. HEVE 38 1A Al (BB 31T MOIR SRS D. MEE AR, B. MEVE RS FL MEVESE S 2 ;
G. MEVESESI 2 ; H. HEPE 55545 10 2 A S5 275 ) 43R : A—BA200 pm; C H920 pm; D FAIG 9100 pm; EJY 50 pm

A. antennule of the female; B. the right antennule of the male; C. comb-like process on the antepenultimate segment of the right antennule of

the male; D. genital somite of the female; E. caudal rami of the male; F. the 5" legs of the female; G. the 5" legs of the male; H. the principal
lateral spine on second exopodite of right 5" leg of the male; Scale bars: 200 um for A—B; 20 pm for C and H; 100 um for D, F and G; 50

um for E



1644 KE k¥ iR 7%

T 18S rDNAFF I, PRk I Fr £ 25 7K & H 1)
FHRYIFH P FUR B . RG KB 7 isa b
XTI 18S rDNAJF B AL 7534 1686 bk . 18
FH 85 KA SR E AN DU 345 3 40 Hh 25 40 Bk AR —
(B 4. RAKE T RKHTEAZFEKIN
BEMERTEHKEH. SKER, JFHSEEK
BB N WA, JBAFEKEIE 5K &
J&. JbELK K8 (Arctodiaptomus)F Hesperodiap-
tomus Il — N3R5 Rk REGE R KL, 250 13k
R K S FF 3R (ML/BI=54/0.99; I 4). JEA SR
K& P AE R K SRS B K3 B HARER}, fi sl 7K
% Fl(Centropagidae). /K & EL(Pseudoiaptomi-
dae). /K & F}H(Calanidae)Fl % /K # £H Temoridae)
DU v 1) B R 8 R 6 1 2 B 6 40 E A ] 43 3

AY 339148 Eudiaptomus gr
Mongolodiaptomus mekon;

18S rDNA

54/1.0 4" AY339149 Eudiaptomus
ML/BI AY339150 Hesperodiapto
KR048710 Neodiaptom.
0.02

AY 339147 Arctodiapt
I1X945130 Arctodiaptomus
IX945131 Arctodiaptom
AY339144 Aglaodiaptomus
--/0.744| AY339145 Aglaodiaptomus
"AY 339146 Aglaodiaptomus
AY339155 Leptodiaptomus
--/0.8|1] AY339151 Leptodiaptomus
1 AY339154 Leptodiaptomu
99/1.0 AY339152 Leptodiaptom
AY339153 Leptodiaptom
= AY339157 Onychodiaptom.
AY 339158 Skistodiaptomus mi:

54/0.96 |

96/1.0

100/1.0

99/1.0 L81939 Calanus pacificus
. AF514340 Neocalanus plumchrus
68/0.93 |'AF5 14339 Neocalanus flemingeri

73/0.90' AF514344 Neocalanus cristatus

KRO048713 Pseudodiaptomus nihonkaiensis
KC815329 Pseudodiaptomus euryhalinus

76/1.0 . .
100/1.0 |— GU969194 Pseudodiaptomus inopinus . .
98/1.0 95/1.0 GU969193 Pseudodiaptomus poplesia PseiidaizBiait
100/1.0 I_ IX984663 Pseudodiaptomus aurivillii
100/1.0 ' 1X984662 Pseudodiaptomus annandalei

100/1.0 I__ GU969144 Sinocalanus
GU969142 Sinocalanus si

764400 Epischura nordenskioldi

ON
7 /0.96<|7_L7 ON764399 Epischura chankensis

85/0.94 - MK834663 Heterocope septentrionalis

KRO048728 Mesocyclops pehpeiensis

(ML/BI>95/0.95), KHJE A S E/KF ST KEZHH
MBI R SE SR RBOT (] 4).
3 it
3.1 FEKZRSERNHEXMIIFSEHELR
4K % J& (Mongolodiaptomus) HKiefer'
193745 30 1 A 1: 575 S 2 S5 Rr ik A LR /K 25 1 I,
JEHf S AL, SR T I B IR AIE S5 2 K
ZEME KR RESRE", Reddy "X %8
)5y RAFAEHEAT THEIT . BT X — &84T, HEKE
J&B B ERHE S HEYE B SIS A R B2 AN =
ANRFIGAD ; — A 2 A ORI 7E b E) AL B, 53 AR
AN JFPIR 2R S AE AN A iy
W FE R I JE A 5 EE K % 5 Sanoamuang Al

Temoridae

Calanidae

Cyclopidae

K4 BFKEH18S IDNAMRGK B
Fig. 4 Phylogenetic tree based on the 18S rDNA gene sequences of Diaptomidae
R B RH 34265 5116867 LUXT R BRAAA 2, SCFFZ 2 T o RAUSRIE (ML) & DL S T (B 36 51 B, 24 S FF 3240 R T
50%A10. 700 2 ARy FUE . PE 1K R H $17K ZRHALES H 817K F(Mesocyclops pehpeiensis)TE NINERE . bR N0.02, [RF 7527 EF

2%

A total of 34 sequences with 1686 aligned characters are used to build the phylogenetic tree. Support values of maximum likelihood (ML)

and Bayesian inference methods (BI) are indicated at nodes when they are above 50% and 0.70, respectively. Mesocyclops pehpeiensis of

Cyclopidae is used as outgroup. Scale bar=0.02, indicating that the sequence divergence is 2%
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Watiroyra' “H0.33 HIUE A B2 K FA L, FELLFAR
[F]: (1) 3 RST AR RIS (2) e 1t R A TR A5 2 2R
371 BIR 98 1 8 UG £ AL K, Sanoamuang I
Watiroyram' 12 3% (RIPAIR FE DR S8 (0 48 15 941,
T ¥ B 5 30 PR A R AU TR AR IR 9 2 1 0 14 0
4T, (3)MEPE 27 S ) A2 B8 2 3 T A R o I B K R B
K, JLTIE B S 2 M 1T AR (B 1D).

JEAZEKESENFEHAM IS ZR
BRI AR MEAA 5 S I F N A TR AN ZE i 2 Y
JB 15 E5 R AN (] DA B HE AR P31 JBE R 555 5 109 2 &6 40 1D A
[, MWESFHIERE, JBAZEKES GEZEEK
i AR, Qe AR R BARAR Rk, SRS 2
BT AR A A RIRRESE, 56855
K A P B 2 3 1Y) 22 e AR A B 5 A T 2 AR R B
2705 B, s R T AR R, TS
(& 1H1E 5),
32 HEREKIEMEE VTR

1 PIE J A3 B 371 B R i
............................................. HESR SR ERK &M, birulai

- PR SR R E 31T B IR Rk

3 S5 I A2 AN B S 27 IR 2
VA SR IKFEM. mekongensis
- B 5 I AR B 271 ) AN
BB LK EM. uenoi
4 55545 1 2 5 1R N OR A A TR iR R
Bata R E/KEM. pectinidactylus
- B S I R S 1T A ORI R H
5 55540 i A 55 25 I 2 A H YR R
MBI, A R HE TR
PRI EK EM. calcarus
- W IO AEIR A AN B 27 O R A Y
JEAERKZTE e, ¥ )5 IR EM. gladiolus
3.3 XFKERDHEE
U8 2 SRR K & [ A 32 B0 A A2 A ) SR
S (Mun River Basin)Zs [E 35 P S JE A ] T Ui
M. R AN 5M. botulifer
(Kiefer, 1974). M. malaindosinensis (Lai & Fernando,
1978)MIM. uenoi (Kikuchi, 1936)%5 10FH4Z /K % /1
XIS, ARSI IR B

................................................................................... 2 B REHEAZ XS, KIEN26.5—35C, pHA
2 SR H IET A PR .o 6.9—7.9" . AHFFUIE A B EK K AL e I e B R
................................................................................... 3 BE 7K P A5 i R ARAT 2], 12X [ Ah 73 A7 X I
- SESATM AL 1B NG ERPARR oo HRE B EEL, 2)8 T2l X . AJsE P H &S
.................................................................................. 4 SRR, BRI SRR K B AE BRI AR WS KA 23 A
®1 BLREKZSEIMESHELR
Tab. 1 Comparison of morphological characteristics of Mongolodiaptomus mekongensis and other species of the genus Mongolodiaptomus
Koy mophologial | JAREAR  OWREAR  EREEAR BUREAR  mokmkg SRIRKE
characteristios . mekongensis M. uenoi M. birulai M. calcarus M. gladiolus pectinidactylus
Wi 4 Female
S5 H JE O A FIEMAA RN LA AN, i TEMEES AREEAN, ZEMNAEHENA
FIRER [0, A5 RS f B TRERR — B, KRS, P&
M THER AN NI H/ANR A PHRIE R
— &, B4
S SR A2 A B = — e i — 1
ER) PSRt —RERA KR AR o3| ﬁ%ﬁjgg‘}{tﬂ THRNIE
SRR
M Male
PURBCEECE3S AR, HRh MOIRRIER, HRI6 FRIRRE FUIRZAR, 20 HRIRTFAE, 6—7 MR 16 HUIRR e, 48
4—74 4—64 S A Pig—9o4
HSAMREIET  NRMIRH, TR NG, WP NRMACIRR TR AR AR AR S ROIRR
/E;%ﬂ SRS AR i %E Totsity Fot: t
HA |
SESAT R AN 2 MR s i B MURNATRE L PR, MURIR e URP R R gn MR,
FERELTE, KUK AL 4 FE
HRNX R A P A RAR B A3 0 ep N R R R — SR

G, ARG Sk, AR F
T RERSE

%ﬂj%ﬁﬂ FEER GRS RDIR S
|

VB SRR RO R B A, HERE SR L BB TR SR B BRI . S5 J) 524K % 5% Shen and Song'", £ 1% 5248

K%Z#ReddyZ"”

|

3

Note: Data of Mongolodiaptomus mekonﬁensis are obtained from present study, data of M. birulai, M. pectinidactylus, M. calcarus and

M. gladiolus are btained from Shen and Song[

, data of M. uenoi are btained from Reddy, et al™
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KRR Y R

47 %

SN H b AR S A T AR X (18] 6). VEAASE
K EE GIEEKE. HMIFEKEZ DA X R E
B, HITReddy’!" 20004 B Hi 51T T 54K %
J&, RIS R EH IR FAET T RS R e K E R L2

C
K5

i, (IR EL R GIESEKEIF AR EIET,
W T 6 SR R A 2~ UK & B AR
RHIE, PRI BERTE NIE R G REKRE RS

BHE T I~ SEKE N AL AZ T -

PN SRR R o S A 5 A i A

Fig. 5 Right fifth legs of six species of the Genus Mongolodiaptomus

A EAZEIKE; B. BIEZEKE; C MM ESEK&; D. B 5

RS SN

K E. IS EK & F.ARTE 598K % . BfiiReddy%"”, C—F/jj

A. M. mekongensis; B. M. uenoi; C. M. birulai; D. M. calcarus; E. M. gladiolus; F. M. pectinidactylus; B redraw from Reddy, et al.[m], C—F
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Fig. 6 Ecological distribution of Mongolodiaptomus species in China
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Data of M. mekongensis are obtained from present study. Data of M. birulai, M. pectinidactylus, M. calcarus, M. gladiolus from are

obetained Shen and Song[l] and Li[s], data of M. uenoi from Reddy, et al"”. Data of M. birulai are also obtained from Bledzki, et al™ and
Young, et al’™. M. birulai are also found in Harbin, Heilongjiang Province, and the sites are not shown in this ﬁgurem
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FIRST RECORD OF MONGOLODIAPTOMUS MEKONGENSIS IN
CHINA AND ITS PHYLOGENETIC ANALYSIS

WEI Chao-Jun', XIONG Dan-Ni’, WANG Yu-Lu', FENG Wei-Song', MIAO Rong-Li' and GONG Ying-Chun'

(1. Institute of Hydrobiology, Chinese Academy of Sciences, Wuhan 430072, China; 2. Center for Ecological and Environmental
Monitoring and Scientific Research, Yangtze River Basin Ecological and Environmental Supervision
Administration, Ministry of Ecology and Environment, Wuhan 430010, China)

Abstract: Diaptomidae is one of the most common seen freshwater copepod fauna, the taxonomic study of this taxon is
the basic information for the theoretical study of systemic zoology. Five species of genus Mongolodiaptomus (Cope-
poda, Calanoida, Diaptomidae) were reported in China before. This research reported a new species of Mongolodiap-
tomus from Hainan Island, which is the first record of Mongolodiaptomus mekongensis Sanoamuang & Watiroyram,
2018 in China. Through scanning electronic and light microscopy, the morphological characteristics are described and
illustrated in detail. In addition, 18S rDNA gene sequences were also obtained for the first time to investigate phyloge-
netic position of this species. Morphological characteristics of female species are described in detail as follows: postero-
lateral wings of the fifth pedigerous segment were asymmetrical and right wing somewhat was larger than left. Left
proximal part of genital somite broadly expanded and provided with laterally directed spine; Right proximal region of
genital somite produced into posterolaterally directed, triangular process, tipped with variablespine, exceeded the
middle of the genital somite. Morphological characteristics of male species are described in detail as follows: Right
antennule transformed and geniculated, with 22 segments and the antepenultimate with comb-like process; Intercoxal
plate of the right fifth leg produced into spine-like lobes on distal margin; The principal lateral spine on second exopo-
dite of the right fifth leg is obviously bent; The right caudal ramus has two ventral chitinous prominences, one strong
spiniform process on prominence proximally and one semi-circular ridges located at the end. The molecular phyloge
netic analysis showed that M. mekongensis is closed related with the genus Fudiaptomus and Neodiaptomus. This study
provides detailed morphological characteristics and molecular data for M. mekongensis, laying the foundation for fu-
ture research on this species and genus Mongolodiaptomus.

Key words: First record in China; Freshwater copepods; 18S rDNA; Mongolodiaptomus mekongensis
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