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st 4 PHYLIP 3.5C 1
1 2
Tab. 1 20 primers and the result of amplification
(5-3) (5-3)
S1 GITTCGCTCC 12 S11 GTTGGT GGCT 10
S2 TGAT CCCTGG 10 S12 ACAACGCCTC 12
S3 CATCCCCCTG 19 S13 GGGGGATGAG 0
S4 GGACTGGAGT 14 S14 GGGGGITGIC 11
S5 TGCGCCCITC 14 S15 GGGAACGIGT 10
S6 TGCTCTGCCC 10 S16 CTGGGCAACT 11
S7 GGT'GACGCAG 11 S17 AGGGAACGAG 16
S8 GTCCACACGG 20 S18 CCACAGCAGT 10
S9 TGGGGGACTC 0 S19 ACCCCCGAAG 9
S10 CTGCTGGGAC 16 S20 GGACCCITAC 0
1 4 4
.1 ST (1
, 5
bp M | 5 10 15 20 25 30 33
- w gy
LI
- “
1 S7 4 33 RAPD
Fig. 1 RAPD pattems amplified by primer S7 for the 33 individuak of 4 species +10 P. fubidraco; 120 P. vadli;2+30
P. nitidus; 3+33 P. ewpgon
S#700 S7600 SE500 S7400 S7300(S7 , 2 57 4
) , Tab. 2  Band combination of 4 species on genus Pdteobagrus by primer S7
“ 4 ”’ “_ ”, S#700 ST 600 S7E500 S+400 S7300
4 ” s 2 - - + + +
2 4« » : - ; . ;
, - + - + -
) 4 - - + + -

1 SF1700
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; S7600 4 .
3 S#300 4 S1 S2 S5 S8 S17
S7 s 3
3 Sl S2 S5 S8 S17 4
Tah.3 The identification of 4 species of the genus Peteobagrus by primess S1, 2, S5, S8,517

1 2 3 4 1 2 3 4 1 2 4
SE2027 - - - + S2450 + - - - S&520 + - -
SE1904 - + - + S2-300 - + - - S&420 + - +
S+1700 + - + + S51700 + + + - S8 400 - + -
SE1300 + - - + S5 1400 - - - + S&350 + - +
SE1100 - + - - S5-1300 + - - - S8200 - + -
S21200 - + + - S5 1200 - - - + S1#1200 + + -
S2-1100 - - - + S5 1100 - - + - S1#1100 + - +
S2750 - + + - S5-831 + + - - S17#1000 - + -
S2600 + - - - S& 1200 - + + - S17900 - + -
S2-550 + - - - S&900 - + + + S17800 + - +
S2-500 - + - - S&700 - + - + S17- 700 - + -
: 1 P. fulvidraw; 2. P. vadelli; 3 P. nitidus; 4. P. eupogon.
2.2 4 , D 0.5000
s 4 s 2 -
(4. - . D 0.4816  0.4017
4 4 - - -
Tab.4 Genetic distance and similarity among 4 species of genus Pelteo bagrus - 4 D 4
S 1 2 3 4 2
1 — 0 4747 0511 0.518 ’
2 Q5252 — Q0 5982 0. 4445
3 0 4888 0 4017 — 0.4315 2.3 (%) (9
4 0 4816 0 5554 0 5684 — S1 82 S5 S7 S8 S17 F
s (The matrix above is )
genetic similarity; the matrix below is genetic distance. ) 1 —4 3 )
g
[ wrwEn
‘E FLIC B @it
KR MpEi

2 4
Fig. 2 The phylbgenetic tree of the 4 species of genus Pelteobagrus
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Fig.3 RAPD pattems of P.fubidraw( ? ), P. vachelli( &) and F; offsprings by primers S7.1—5 , P.fubidraco; 615 Fi,
16—20 P. vackellt

-y o

4 S2 (?) (9 F, RAPD (5 ,614 F, 1519 )
Fig. 4 RAPD pattems of Pelteobagrus fubidraco (), Pdteobagrus vacheli( & and F, offsprings by primers S2. (+5 P. fubidraco; 614 F,;1519 P. vaddli)
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MOLECULAR IDENTIFICATION OF THE FOUR SPECIES OF THE GENUS
PEILTEOBAGRUS AND THE GENETIC ANALYSIS OF THEIR HYBRID

ZHAO Wen Xue', YANG Xing', PENG Zhi* and LIU S Yang'
(1. Key Laboratory ¢ the Ministry ¢ Fducation for Develgpmentd Biolazy, College  Life Sdences, Wuhan University, Wuhan —430072;
2. College  Fishay, Huazhong Agriculturd University  430070)

Abstract: The genus Pelteobagrus is classified in Order Siluriformer, Family Siluridae, consisting of 4 species: P. fulvidraco, P.
vachelli, P. nitidus and P. eypogon. They are similar in morphological charaders, which are easily influenced by the geograph+
cal regions and environments. Therefore, t is often difficult to identify them accurately at morphological level. It is necessary to
research the genetic difference and identify them more distinctly. RAPD(Randam Amplification of Polymorphic DNA) technique,
as an important tool for genetic study, is widely used in identification of species. 20 random primers( S+ S20) were used to study
the RAPD patterns of 4 species of genus Pelteobagrus, 6(S1, S2, S5,57, S8, S17) anong which could be employed to identify the
4 species. Each species bore a unique band with the primer S7 used to RAPD amplification, while the others did not. We also
studied the phylogene ic relationships of this 4 species based on the data obtained from RAPD analysis above, and found that the
genetic distance fluctuated at the point of 0. 5000. The genetic distance values of P. fulvidraco and P. ewpogon, P. vachelli and
P. nitidus were the least, 0. 4816 and 0. 4017 respedively. The phylogendic tree showed that P. fulvidraco and P. eupogon orig-
inated from a canmon branch, while P. vachelli and P. nitidus from another one. That indicated that they were closer in relation-
ship. To study difference between the RAPD patterns of parents and that of offspring, in addition, individuals of P . fulvidraco( %)
and P. vachelli( & were hybridized, and a group of F; offsprings were generated. We investigated the offspings by RAPD method
and found three types of genetic patterns: full overlapping, overlapping-variation and overlapping faintness. This indicated the
DNA polymorphism of F; offspings was increased, which forecasted the possiblility of heterosis.

Key words: Pelteobagrus: RAPD; Molecular identification; Hybrid genetic analysis



