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Tab. 1 All microsporidian species used in homological and phylogenetic amalysis
GeneBank
No. Mi crosporidian species No. of GeneBank Host
A Glugea. epinehelus AY090038 Epinephelus akaara
B G. anomala AF056016 Castaroseus aaileatus
C G. athainae GAUI15987 Atgaruba preshyter
D G. plecoglossi AJ295326 Plecoglossus altivelis
E G. stephani AF056015 Flatichthys flesus
F Pleistophora finisterrensis AF044393 Miaomesistius poutassou
G P. ypicalis AJ044387 Myaxocephalus scorpius
H P. mirandellae AJ295327 Ruti lus ruti bus
I Heterosporis angullarum U47052 Anguilla japoniaz
J Ichthyosporidium. sp 139110 Idithy aporidium sp
K Loma salmonae LSU78736 Ondahyncus tsawytska
L Microgemma aullery AY033054 Tawulus bubalis
M Microsporidium cypse birsu AJ300706 Cypselurus pinnatibarbatus japonicus
N Pseudoloma nauophlia AF322654 Pseudoloma neurophi lia
0 Tetraniaa brevifi lim AF364303 Saphthalmus maxinus
P Spraguea bphii AF056013 Lophius piscabrius
Q Encephalitzoon cuniculiz AF517832 O dolagus avinatlus
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pNA 19
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SSUrRNA , s

5 -CAC CAG GIT GAT TCT GCC-3’,
:5 -GGT TAC CTT GTT ACG ACT T-3° .

:95°C 3min, 94 C Imin, 55°C
1. 5min, 72 C 2min, 35 ,72°C
Smin. 0.9%
. T .
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Fig. 1 Cysts of G. epinephelus

2
Fig. 2 Line diagram of G. epinephelusspore

3 (400X )
Fig. 3 G. epinephelus spores stained with Giemsa
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Plistophora priacanthicola sp. nov.
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Tab. 2 The differences among G. epinephelus sp. nov. s and some similar type species

(Fm) (mm)
G. epinephelus sp. ov. Epinephel us akaara §5<31 03—12 14—16
G. anomdla Gastersot ews aculeatus 49X25 02508 11—16
f;st:im Priacanthicola Priacanih us tayenus 545<314 10-25 ¢ 18—24
P. ppicalis Myoxoce phalus scorpius 44x23 2%5—33
P. senegalarsis Sparus aurata 445<237 03—08 19—25
Loma morhua Gadus morhua 42X20 16—17
2.2 . 100%. s
, P.ypialis 0. 121,
1'1r 12 , (Heteroporis anguillarum ) 0. 146, Lo~
133 1%4 , s ma Loma salnonae 0. 285.
6.4< 10" /ml, PBS 2X10" /mL. /
DNA 0. St/ 1L, PCR Lt st i
1300bp, PCR T s ‘
1326bp  SSUrRNA , GenBank B l00% |92%
AY090038. c TP g
2.3 ; | | 87%
Blast » G. @inephelusis 3 : :}—r 74%
G. anomala, G. aterinae, G. stephani ‘p\I 96% ]
92. 6%, 2. 0%, 92 6% : E i »
P . ypcialis 87.9%. h] 99%, o
G. einephelusis :: gav, i
) 0. 074, i —— 8% | 7504 —
0. 080, 0. 074. G. plecwglossi : —ae
77. 9%, 0. 221. Q
4, ¢ 5 ., G.
epinghelusis  G. anomala, G. aterinae, G. stephani ;ig_: Homalogy tree based(on the 17 mioospocidia )
, (Confiden ce value)

partial sequences of SSUrRNA
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Fig. 5 Phylogenretic tree of 17 microsporidian small subunit ribosomal DNA
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OCCURRENCE OF A NEW MICROSPORIDIUM IN THE ABDOMINAL
CAVITY OF EPINEPHELUS AKAARA

WU Hou-Bo', WU YingSong? and WU Zao-He'
(1. South China Sea Institute of Oeanology, The Chinese Aademy of Sciences, Guangzhou  510301;
2 Institute of Tropical Medicine, The First Military Medical Universitys Giangzhou  510515)

Abstract: With the mpid development of aquaculture, the limit resulted from infective parasites is being significant. In a routine
investigation of ocean fishery, a new species of fish parasitic micwspondium was found in the abdominal cavity of Epingphelus
akaara at Daya Wan in South China Sea in October, 2001. To our best knowledge this is the first report of parasitic microsporidi-
um in goupers in the world. The type specimens were preserved in the South China Sea Institute of Oceanology, Chinese A cade-
my of Sciences. Thiough routine taxonomic detection, we placed it in the genus of Glugea, and named it Glugea epinephelus
nov for it owns the obvious and representative charaderistics of Glugea genus. However, the specie reported in the present study
have significant differences compared to other microspondiums belong to Glugea genus eported until now. Among the differ-
ences, itis most significant that the xenomas of Glugea epinephelus are black. For morwe validating the taxonomic position of the
microsporidium, the SSURNA sequence of the pathogen was amplified using a spedfic pair primer. We campared the SSUrRNA
sequences of Glugea epinephelus and that of other 15 species flom GeneBank. The constructed hamology tree and phylogenetic
tree of these species displayed that there are highest homology between Glugea epinephelus and G. anomala, the type specie of
Glugea genus, hut exist relative significant genetic differences with Pleistophora typicalis, the type specie of Pleistophora genus
and Loma salmonae, the type specie of Lama genus. As a result, we thought that the microsporidium was a new spedie and be-
long to Glugea genus.
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