28 2 Vol. 28, No. 2
2004 3 ACTA HYDROBIOLOGICA SINICA Mar. , 2004

JEESSNN ju- )~ y \,_\__,*
TEw ERKCC Fze' xixr" AR

(1. , 8072 2. , 430070)

THE ADVANCES IN MOLECULAR IDENTIFICATION FOR THE WATER BLOOM ALGAE

WANG Gao-Hong' HUANG JiarQuan®? LI DurrHai' LIU Yong-Ding' and YIN Lt Yan'
(L Instiwe ¢ Hydrobiology , The Chinese Academy ¢ Sdences, Wuhan 430072
2 Huahong Agriculiural Unwesity, Wuhan — 430070)

: ; ; ;TDNA
Key words: Molecular identification; Algae; Water bloom; rDNA

: X173 tA : 1006 3207( 2004) 02 0207 06
1.2
1
1.1
2 2 ( Hepa'- 2
totoxins) , ( Neurotoxins) ( Derma ,
toxins) , ,
(Microcystin) (Nodularins) , ,
[1]
[2.3]
[4.5]
” ? ”
[3]
[6.7]
) 13 V.
12003 1+ 17; : 2003 12- 15
(KZCXESW-12): 973 (2002CB412300) ; “
7 (K99-053501); (No. 20316)
(1972—) )

* : , liuyd@ ihb. ac. en



208

28

1 ,
PCR PCR (
) DNA , ,
16SrRNA DNA )
( )
16SrRNA (6l
Ili’U CHE |

¥
[#o DNA Rt |

[z i PCR J«— PCR }—>[T-RFLP |

[ o sl HE B BERZ LK DGGE |

A (3952 S 1 AT Hotd . IR ZE 5B |
PR S g 1) 4 W

1

Fig 1  Common program for the molecular identification
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