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Tab. 1 Primer canbination in the research

E-AAC

E-AAG

E-ACG

E-AGA

E-ACGC

P-AAG

P-AAT

P-ACA P-ATA P-ATC P-ATT

M-CAC 41/59
M-CAG -
M -CCT -
M-CTA -
M-CTC -
M - CTG -
T-AAC -
T-ACA -
T-ACG -
TAGA -
TAGT -
T-ATC -
TATG -

31/51

30/61

- 26/45

166 -

34/58

28143 -

Note Denaminator is the

nunber of bands,

numerator is the number of polymomhic bands *

- show the primer cambinations is no use

18 60 &t 934 489 : 27.17
(50—800hp ), 52.36% (  2)
42—66 51.89 ;
2 #,
Tab.2 The amplified bands, polymomhic bands and proportions detected from C. bouderius by ARLP
BRHEAWE SHBHEANER S5EHRBREH KRHAEER SEUEETR SEEBRLH
E/M B84 NO. of NO. of Percent of | P/T EHEZIY NO. of NO. of Percent of
519 amplifycation polymorphic polymorphic P/T selective amplifycation polymorphic polymorphic
E/M selective band band band (% ) amplification band band band (% )
amplification primer % % % % % % primer % % % % % %
L -] L ;-] pa ] s ] L 2] A i:]
E-AAC/M-CAC 57 50 33 27 57.89 54 P-AAG/T-AGA 59 57 18 19 30. 51 33.33
E-AAG/M-CAG 50 48 20 21 40 43.75 | P-AAT/T-AGT 42 39 12 11 28.57 28.21
E-AAG/M-CTG 64 64 22 20 34.38 31.25 | P-AAT/T-ATC 50 50 15 14 30 28
E-ACG/M-CAG 61 55 20 24 32.79 43.64 | P-ACA/T-ATG 40 38 15 15 315 39.47
E-ACG/M-CTA 41 44 16 18 39.02 40.91 | P-ATA/T-ACG 43 42 17 16 39.53 38.1
E-AGA/M-CCT 49 55 21 22 42. 86 40 P-ATC/T-AGA 41 43 7 8 17.07 18.6
E-AGC/M-CAC 55 57 28 26 50.91 45.6 | P-ATC/T-ATG 49 49 9 9 18. 37 18.37
E-AGC/M-CTC 53 55 18 21 32.72 38.18 | P-ATT/T-AAC 50 51 11 13 22 25.49
P-AAG/T-AAC 38 40 13 15 34.21 37.5 | P-ATT/T-ACA 43 44 6 5 13.95 11.36
% 18 885 E-AAC/M -CAC (57.89 %) ,
, 38—64 P-ATT/T-ACA (13.95%)
49.17 301 , 16. 72 %, 18 881 ,
: 34.01% &, 3864 48.94
E-AAGM -CTG (64 ), 304 , 16.89 ,
P-AAG/ T-AAC (38 ) 34.51% &, E-AAGM -
E-AACM-CAC(33 ), CTG (64 ),P-ACA/T-
P-ATT/TACA (6 ), ATG (38 )
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E-AACM-CAC(27 ), ( 1)
PATT/TACA (5 ), 2.3
E-AAC/M -CAC (54 %), P- ( )
ATT/T-ACA (11. 36%) #, 0. 9462 +0. 0237, #,  0.9465
2.2 & ARLP +0. 0226, , 4, &,
18 , 445 (47.64%) 0. 9367 + 0. 0231,
,387  (41.43%) ,

&, 4, .53 (5.67%) 0.0634 +0.0230 E/M &,

&, 49 (5.25%) %, &, ( )

ARP 4, 0. 9464 +0. 0263 0. 9470 +0. 0251,
&, , 0. 9387 + 0. 0268, 0.0615 *
18 25 ,P-  0.0266 P/T #, #,
ATT/T-AAC (4 ), ( ) 0.9460 +
1.39 ; EM 6 ,EAAC/  0.0229 0.94610 +0.0217,
M -CAC 2 ), 0.75 :P/  0.9351 +0.0210, 0. 0649 + 0. 0210
T 19 , , i,
1.9 &, 11 &, ( 3)
: &, 14
3 . %,

Tab. 3 Valuesof genetic similarities and genetic distance within and between populations of Pearl River C. bouderius and Hainan C. bouderius

V alues of genetic smilarities Valuesof genetic smilarities Valuesof genetic smilarities V alues of genetic distance

Primer combination

within Pearl River C. bouderiu ~ within Hainan C. bouderius

betwveen populations betveen populations

E-AACM-CAC
E-AAGM-CAG
E-AAGM CTG
E-ACGM-CAG
E-ACG/M CTA
E-AGA M -CCT
E-AGC/M-CAC
E-AGC/M CTC
P-AAG/T-AAC
PAAG/TAGA
P-AAT/T-AGT
P-AAT/T-ATC
P-ACA /T-ATG
P-ATA /T-ACG
P-ATC/TAGA
P-ATC/T-ATG
P-ATT/T-AAC
P-ATT/T-ACA

0.9013
0. 9608
0.9713
0.9576
0. 9542
0.9318
0.9751
0.9189
0.9310
0.9427
0.9721
0.9750
0.9013
0. 9553
0.9618
0.9382
0.9254
0.9574

0. 9090
0. 9601
0.9708
0. 9584
0. 9547
0. 9307
0.9758
0. 9162
0.9319
0.9432
0.9725
0.9720
0. 9028
0. 9559
0. 9624
0. 9386
0.9283
0. 9536

0. 8972
. 9592
. 9686
. 9483
. 9412
. 9231
. 9643
. 9074
. 9231

0
0
0
0
0
0
0
0
0.9310
0. 9630
0. 9600
0.8974
0.9412
0. 9524
0. 9296
0.9109
0.9425

0.1028
0. 0408
0.0314
0.0517
0. 0588
0.0769
0. 0367
0. 0926
0. 0769
0. 0690
0.0370
0. 0400
0. 1026
0. 0588
0.0476
0.0704
0. 0891
0. 0575

Average

0. 9462 +0. 0237

0. 9465 +0. 0226

0. 9367 +£0. 0231

0. 0634 +0. 0230
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GENETIC ANALY SISOF CRANOGLANISBOUDERIUS BY MOL ECULARM ARKER AH. P

CHENG Fei"?, XIE Song-Guang’, YEWei’ and YE Fu- iang
(1. Guangdong Ocean University, Zhanjiang 524025, 2. Institute of Hydrobiology, Chinese Academy of Sciences Wuhan 430072
3. Guangdong OrechranisB reeding Fam, Guangzhou 511453)

Abstract: The genus Cranoglanis is a group of fish only distributed in East Asia They live in the drainages of Guangdong,
Guangxi, Yunnan and Hainan Province, China, and the Red River drainage in northern V ietham. At present, the wild re-
urce of Cranoglanis bouderius has decreased rgpidly because of excess utilized, and there are still soame argumentson the
validity of the gecies of the genus Cranoglanis In order to detemining the genetic structure and the validity of the ge-
cies, AH.P technique was used to analyze the genetic diversity of Pearl River C. bouderius and Hainan C. bouderius Sixty
individuals fran the tvo populations ( thirty individuals per population) were analyzed by using eighteen primer cambina-
tions The anplified bands of the eighteen primer combinationswere in focus and repeated The models of anplified band
had distinct difference The result of study showved that both populations had high percent of polymormphic loci and number
of ecial bands The genetic smilaritieswas0. 9462 +0. 0237 and 0. 9465 +0. 0226 within the population of Pearl River
C. bouderius and the population of Hainan C. bouderius regectively, and was 0. 9367 + 0. 0231 between Pearl River C.

bouderius and Hainan C. bouderius the genetic smilarities betwveen populationswas lover than that within population The
genetic distancewas 0. 0634 0. 0230 between Pearl River C. bouderius and Hainan C. bouderius The analyzed of phylo-
genetic trees of wo populations suggested that individuals of the same population combined together at first, and then wo
populations caombined The preliminary analysis reault indicates that there are no praminent differences betwveen genetic
structure of Pearl River C. bouderius and Hainan C. bouderius, 2 they should be considered asone ecies

Key words Cranoglanis bouderius AR_P, Genetic diversity
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