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Tab. 1 Five myxogporean species and their fish hosts obtained in the present study
Species Host Site of infection Sampling site Date
2002 1
Myxobolus rotundus Carassius auratus auratus Gills and skins Ezhou of Hubei Province Jan. 2002
2001 4
M. kubanicaum Subaitaneous of dorsal area Liangzi Lake of Hubei Province Apr. 2002
2002 1
M. rotundatus Gyprinus apio Outer wall of gut Hongze of Jiangsu Province Jan. 2001
2001 10
Hemeguya weishanensis Sinperca datsi Gills Market of Dadongmen in Wuhan Oct. 2001
2002 7
Thelohandlus wuhanensis C. auratus gibdio Gills Guangiao in the Imstitute of Hydmbr Juy 2002
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Fig. 1  Pasimonious tree for 18 myxoman species based on the phylogenetic amalyses of 18S rDNA data.
Numbers at nodes are parsimony bootsirap support indices after 100 replicates and the species

in freshwater fish in China are shown in bold
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PHYLOGENETIC ANALYSES OF THE MYXOSP OREANS PARASITIC IN
FRESHWATER FISH OF CHINA BASED ON 18S RIBOSOMAL DNA

IU Yt Shan and NIE Pin
( State Key Laboratory f Freshwater Ewlagy and Biotechnology; Institute ¢ Hydrobiology , Chinese Academy f Sdences, Wuhan 430072)

Abstract: Partial 18S rDNA sequences of five myxosporean species, Myxobolus rotundus, M. rotundatus, Thelohanellus wuhanensts,
Henneguyaweishanensis and M. cubanicum were amplified utilizing two cammon primers myxoF ( 5-CGCGGTAATTCCAGCICC
AGTAG-3) and myxoR ( 5-ACCAGGTAAGTTITCCCGIGITGA-3') and stored in the GenBank with the access number
AY 165179-AY 165183. By cambining the 18S rDNA sequences of other 13 species available in the GenBank a parsimonious tree
of 18 species was built with Polypadium hydrjorme used as the outgroup. Results show Tetracapsila bryaoides and “ PKX” orgar
ism lie on the roa within the Myxozoa before the divergence of other major groups which form two clades as T. wuhanensis-T .
hovaka-M. rotundatus-M. rotundus-M. bibullatusM. pellicides-M. pendulaH . salminicola and H. exilissH. icauri-M.
spinacurvatura-M. osburni=H . lesteri-H . weishanensis-M . kubanicum. Among the genus myxobolus, 3 species found in China did
not fom a clade but grouped with the European species, indicating that the geographic divergence of Myxobolus may not be dis-
tinct. Neither Myxobolus nor Henneguya was monophyletic and these two genera can not be distinguished using the molecular da
ta. It is further proposed that the caudal protrusion of Henneguya may not be a valid taxonomic character but an appending struc-

ture homologous with the “V” projections in Myxobdus.
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