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( Rutilus rutius )™ 8% TI% 65% , 53% 63% 61% ¢DNA
5% 0% 1%, ( Eublepharis GenBank , AY786183,
macularius) =1l (Rana catesbeiana)[zz] cDNA 1

(Homo sapiens)' ™ ,
1 AGAGAATCTTTACAGTAALACACCTGTGAAMCOGTCAGATACCTTTAGAACTGGTCTACT A0

Bl GACGGALAAGCACAGTGCACTICTCGAGAGACCTTALAGCGACACCAGTCCCAAMLAACTT 120
121 GAGTTTAGACTAAGATTTCCTAAACCAGGTCALACACCACGCTCCALATATGATTCGGCTG 180

1 M. I R.L 4
181 GTCTTGCTGCTeG e TOCTTCTATG T TEGGCETTCAGCTECTCOGGOZCOCAGCACTGE 240
5V L L L G L L L CY¥ G ¥V O L 5 G 4 24

241  TCOCATGGCTGGTATCCTGGTEGCAAGAGGGAGCTGGACTCTTTOCCCACATCAGAGATT 300
2k HGew Y P o EHELDSFPTSETI 44
301  TCAGGGGAGATTAATCTGTGTGAGGCAGGCGAATGCAGCTACCTGAGACCOCAGAGGAGE 3RO
45 5 G FE I NL CEAOGEGCSZYILREPGQERTE &
361 AGCATACTCAGAAGCATTCTTTTGAATGTATTAGCCAGAGAGCTCCAGAAGAGGAAGTGA 420
65 5 I L R 8 I L L N ¥V L 4 RETLGQEKTERTE* &
421 CAGCTTTCCACOCTACACTGCTTTTCTTCCTAGTGACCCTCTTTATCATGGCATGAATCA 480
481 ACTTCATGOCGATCCTCTGATCTTGTGCATTTGTTCAGTAAMMCTGTTTTOCATGGTITC 540
541  TCTTTGTGGCGCAGAAATATTGAAGTTACAATATCTCATAATAAAGTATCTATTTTGATA  ROO

601 CTAAAAAAAAAAAAAAA 617

1 ¢GnRH- 11
Fig. 1 Nucletide sequence encoding the chickerH-type Gonadotropi relesing homone (GnRH) precursor of rice fidd eel and the deduced amino acid sequence
AATAAA

The amino acid sequence is shown below the nucleotide sequence. The stait codon, associated peptide and stop codon are underlined. Signal peptide
and AATAAA sequence in the 3- untranslated region are underlined by broken line. The decapeptide coding region and proteolytic processing are boxed
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Fig. 2 Comparision of amino acid sequence deduced from cGnRH- 11 ¢DNA of rice field eel with some similar protein sequences

s

A. japonica, , BAA83598; C. capio, , AAOBI186; C. garigpinus, , CAAS9®); E. macuarus, , BACOOO4;
R. catesbeiana , , AALO5971; H. sapiens, , NP _001492 S. murinus, ,097686; S. jardinii, , BAB2183; C. clupegformis,
, AAP57219; 0. mykiss , , AAF08687; C. nebulosus, , AAVT4402 M. saxatilis , , 073811; V. moseri,

, BAB83983; O. bonariensis, , AAU94307; O. latpes, QIDGCO.

Regions of moderate similarity are indicated by the gray shade. The highly conserved GnRH decapeptide s equence is indicaed by the black shade
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3 cGnRH- 11
Fig. 3 Phylogenetic tree based on ¢cGnRH-1I deduced anino acids of rice field eel and other species
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CLONING AND SEQUENCE ANALYSIS OF ¢cDNA ENCODING ¢GnRH- [[ FROM
RICE HELD EEL(MONOPTERUS ALBUS)

FANG Ping"?, LI Yine Wen™”, HU Wei' and DING Shi-Hua®
(L Chinese Academy o Fishay Sciences, Bejing 100039; 2. College  Fisharies Science, Southwest Agriculture Unversity, Chongqing 400716;
3. TheKey Laboratory ¢ Animal Biology, Chongqing Normdl University, Chongqing 400047; 4. Siae Key Laboraay o Freshwaer Ecology and
Biotechrology, Institute ¢ Hydrobiology, the Chinese Academy ¢ Sciences, Wuhan 430072)

Abstract: Gonadaropir-releasing hormone ( GnRH) is a conserved nerval decapeptide that regulaes the development and mainte-

nance of reproductive function in vertebrae. The dDNA encoding the [ His’Trp'Tyr®] gonadotropin-releasing hormone ( chicker
[Ftype GnRH, c¢GnRH- II) precursor fram the brain of rice field eel ( Mongterus albus) has been isolated and sequenced by
using reverse transcription and rapid amplification of dDNA ends (RACE) . From the subcloning and sequence analysis of 3-
RACE and 5-RACE produd, the complee sequence of the cDNA encoding its cGnRH- II peptide was identified and determined
to be 617 bp in length. The strudure of the encoded peptide is identical to all other <GnRH- 1I reported to date. The deduced
peptide is composed of a signal peptide (SP), a GnRH decapeptide and a GnRH- associaed peptide ( GAP) which is connected
to GnRH by a GlyLys-Arg sequence.The ¢GnRH-II ¢DNA encoded SP of 21 amino acids and GAP of 49 amino acids. The
amino acid sequence of cGnRH-II in combining with the Gly-Lys Arg sequence is highly conserved during evolution when conx

pared with the corresponding regions of other GnRH precursors. However, the untranslated region of GnRH are markedly dives-

gent in nucleotide sequences.

Key words: Mongterus albus; GnRH( Gonadotropir-releasing hormone) ; cDNA cloning; Sequence Analysis



