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Fig. 1 Aligned partial sequences of mitochondrial 16S rRN A gene in various strains of Chinese carp. Dots indicate
nucleotide identity to crucian carp (top row), and dashes indicate gaps introduced to the sequences for improvement of

alignment. PJCCP: crucian carp; Ucarp: reference carg !l; Mcarp: mirror carp; Wearp: wild carp; Rcarp: red carp.
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Fig.2 Aligned partial sequences of mitochondrial 16S rRN A gene in various strains of Chinese carp. Dots indicate

nucleotide identity to crucian carp (top row) and # indicate base subdtitution resulting in an amino acid change. PJCCP:

crucian carp; U carp: reference carg ''; Mcarp:miror carp; W carp: wild carp; Rearp: red carp.
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1 16S rRNA , Cytb
Tab. 1 Percentage divergence among srains of common carp and between common cawp and crucian carp.

Data above triangle are from mitochondrial 16S rRNA gene and those below diagonal from cytochrome b gene.

Ucarp M carp Weamp Rcamp PJcCP
Ucarp - 0.19 0.19 0.19 3.50
M carp 1.46 - 0 0 3.49
W carp 1.46 0 - 0 3.49
Rcarp 1.46 0 0 - 3.49
PJCCP 10. 82 9.36 9.36 9.36 -
2 Cytb

Tab.2 Base composition of partial sequences of mitochondrial cytochromeb gene

in strains of common carp and crucian carmp.

3
( ) A% T% C% G% A+ T% A% T % C3% G % A+ T3%
Ucarp 27.8 28.7 28 4 15.2 56.5 38.6 16.7 43.9 0.9 55.3
M carp 28.4 28.9 27.5 15.2 57.3 40.4 17.5 41.2 0.9 57.9
Wearp 28.4 28.9 27.5 15.2 57.3 40.4 17.5 41.2 0.9 57.9
Rcarp 28.4 28.9 27.5 15.2 57.3 40.4 17.5 41.2 0.9 57.9
pjccp 27.8 33.0 23.7 15.5 56.8 37.7 29.8 29.8 2.6 67.5
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SEQUENCE CONSERVATION ON SEGMENTS OF MITOCHONDRIAL 16S

rRNA AND CYTOCHROME B IN STRAINS OF COMMON CARP
( CYPRINUS CARPIO L. VAR.)

TONG Jir gou and WU Qing jiang
(Institute of Hydrobiology, The Chinese A cademy ¢ Sciences, Wuhan 430072)

Abstract: M itochondrial DN A sequence analysis was carried out in 3 strains of Chinese carp

( Cyprinus carpio L. var.), i e.red carp, mirror carp and wild carp and compared with ref-

erence carp strain of unknown origin. There were no base substitutions among 3 strains at up

to 859 base pairs, however, comparison betw een these sequences and homologous sequence of
the reference strain showed about 0. 19% and 1. 46% divergence at 16S rRNA and Cy-

tochrome b sequence, respectively. These results indicate that the genetic divergence among

red carp, mirror carp and wild carp is exceptionally low, and they are probably an indepen-

dent branch in the evolution of carp.

Key words: Carp ( Cyprinus carpio); Strain; mtDNA sequence; 16S rRNA; Cyt b; Con-

servation



