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Tab.1 Sze and honplogue searching of the sequenced cDNA fragments from the dot blot postive clones
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74 114 1.1 New gene WithAAATAA

104,124 1.2 New gene ,smilar to Mus musculus hypothetical protein
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PCR (Kb)
143,175 ,206 0.95 3 New gene WithAAATAA
185 1 3 New gene WithAAATAA
67,138 ,73 ,184 0.7 3or5 New gene WithAAATAA
26 52,153,125 1.6 3or 5 Honp spiens Fetuin protein B 45 %
59 ,217 0.9 3 Anguilla jgponica 14KD apolipoprotein ,46 %
9,23,190,165,202,199,103 11 5 Danio rerio gpolipoprotein ,84 %
168 1.2 5 Dryzias latipes annexin mex3 ,56 %
192 0.75 5 oopper cheperone[ Canisfamiliaris] ,70 %
46 1.4 3 Cyprinus carpio Alphar 1-antitrypsn mRNA or serin protease inhibitor ,91 %
38 0.9 Lctd urus punctatus Riboomd protein L7a,84 %
15 0.4 3 Cyprinus carpio Ribooomd protein L4 1,93 %
186 0.6 5 Lcta urus punctatus ribosomd protein L 18a,88 %
226 1.3 5 Lcta uras punctatus ribosomd protein L3 ,83 %
178 0.8 5 Lctauras punctatus Ribosoma protein L 10a,87 %
127 ,42 193 15 5 Mus musculus HigoneH3. 3,93 %
144 1.5 5 Danio rerio cellular nucleic acid binding protein ,99 %
57,223 1.3 5 Hormo spiens fructose-1 ,6-bi phophatase? ,81 %
80,31 0.9 3 Danio rerio higone variant H2A ,92 %
36 1.4 5 Danio rerio Type  cytokeratin ,enveloping layer ,87 %
12 1.6 3 Qldish large ribooma RNA ,96 %
19 0.9 5 Danio rerio ran binding protein ,88 %
159 1.8 3 Homo sgpiens adenps ne kinase ,89 %
161,220 0.9 5 Homo sgpiens Higone H2A purine rich binding eement protein B ,100 %
198 0.9 5 Xeropus laevis RNA hinding notif protein Y14 ,81 %
221 1.3 5 Mus muscul us trandocase of inner mitochondria membrane 9 horrolog ,82 %
3 1.5 5 Danio rerio0-tubuin ,84 %
89 3 5 Danio reriof3-tubulin ,87 %
117 1.2 5 Honp spiens Dystrophin-raated protein ,46 %
115 1 3 New gene without AAATAA
51 2 3 New gene without AAATAA
16 3 3 New gene without AAATAA
225 15 3 New gene without AAATAA
62 1 3 New gene without AAATAA

210 0.5 3 New gene without AAATAA
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SCREENING OF DIFFERENTIALLY EXPRESSED GENES AT GASTRW A STAGE
DURING EMBRYO GENESIS OF CARASSIUS AURATUS GIBE.IO

LIU Jing Xia,SHI Yao-Hua and QJI Jian- Fang
(Ingtitute & Hydrobidogy , The Chinese Academy d Sdiences, State Key Laboratory d Freshwater Ecdogy and Biotechndogy ;
Graduate Schod d the Chinese Academy o Scences, Wuhan  430072)

Abgract :Embryogenessis a progressve and conplicated process thet is reguated by differentia gene activity. Inorder to idernr
tify some differentialy expressed genes in early embryogeness,two kinds of SVART cDNAs were reectively synthesized from
meture eggs and gadrula embryos of Carassius auratus gibdio ,and the gasrua embryo SMART cDNA library was condructed.
Following this program ,131 postive clones were screened from albout 1500 clonesd the gagrula embryo SMART cDNA library by
two rounds of dot-blot differentia hybridizations us ng the syntheszed SMART cDNAs as probes. Furthernore ,58 postive clones
were sHected for sequencing. Searching GenBank by the nucleotide sequences indicated that mogt of the sequenced cDNAs e
coded ribosome proteins and regulators involved in trandation and transcription ,and some encoded lipoproteins involved in the
metabolian of fat. And ,some unknown new genes were d 0 identified from the screening. Moreover we invedigated the expres
son paternsdf 6 genes during embryogenes s by RT- PCR andys's ,and corfirmed their differentia expresson during embryogene-
ss. Four dfferent expresson patterns,such as transcribing again a gagrula based on the materna products ,begnning to tran-
scribe at blagula sage, begnning to transcribe a gadrula sage ,and transcribing only during embryogenes's, were reveded in
the analyzed genes. Through this sudy ,we cloned and identified some genes expressed dfferentidly a early gage during embryo-
geneds which will be a olid base for further researches on their functions and regulative mechanisms during embryogeness.

Key wor ds: Carassius auratus gibdio ; Gagrula; Embryogeness; SVMART cDNA library ;Differentia screening



