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Tab. 1 17 species and GenBank accession number of a2M proteins sequence to construct the phylogenetic tree

GenBank
Species GenBank accession number
Cristaria plicata ACF39935
Hyriopsis cumingii ABJ89824
Chlamys farreri AAR39412
Limulus polyphemus BAA19844
Litopenaeus vannamei ABI79454
Macrobrachium rosenbergii ABK60046
Marsupenaeus japonicus BAC99073
Scylla serrata ABDG61456
Lethenteron japonicum BAA02762
Cyprinus carpio BAAS85038
Xenopus laevis AAY98517
Gallus gallus NP_990557
Rattus norvegicus NP_036620
Mus musculus AAA39508
Cavia porcellus BAAI12316
Bos taurus NP_001103265
Homo sapiens AAT02228
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Fig. 1 Multiple alignment of a2M amino alid sequences of Cristaria plicata with other animals using ClustalX
A. :B. N GGFSSTQDT
a2M ; C. a2M N (125—142 210—222 245—-261)
5 a2M

A.The thiol ester domain; B. The N-terminus of the receptor-binding domain; The conserved GGFSSTQDT sequence is shown in solid boxes;
The conserved lysine position is shown in filled circle.The replaced lysine positions in Cristaria plicata is shown in hollow circle; C. The
conserved amino acid blocks (125—142, 210—222, 245—261) are boxed; The Cristaria plicata a2M is denoted by a single underline
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Fig. 2 Phylogenetic tree constructed with the neighbor joining method from a2M amino acid sequence of 17 species animals
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