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The phyologenetic tree was establshed by neighbosjoining method
based on the digances calculated wih mulialignment of diferent
mol ecules, caip MSIN, zbrafsh GDE'11, and MSINs of fugu, ze-
brafish, coho salmon, and dhannel catfsh. The line length of the tree
showes the digance, the distance unit (the scale bar) is O 05. The
valuies follov the proteirs are the sequence weights. Similar sequences
show less phylogenetic digance and obtamn less weight, while more

different sequences get more weight
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CLONING OF MYOSTATIN OF COMMON CARP( CYPRINUS CARPIO) AND ITS
EXPRESSION PATTERN IN DIFFERENT TISSUES

LI Xing-Mei', FAN Wei', ZHANG Bin', PENG Kou',
WANG YuFeng', HU Wei” and ZHAO Hao-Bin'

(1. School ¢ Ljfe Sciences, Huazhong Normal University, Wuhan
Freshwater Ecology and Biotechrology, Institute of Hydrobiology , the Chinese Academy ¢ Sciences, Wuhan

430079; 2. State Key Laboraiory o
430072)

Abstract: Myostatin (MSI'N) is the negative regulaor in the muscular development, and the studies of MSIN will benefit the an-
imal production. We cloned the partial sequences of MSIN ¢DNA (Gene Bank # : EF551058) of common carp, a major aqua

culture fish in China, by revese transcription-polymerase chain reaction ( RFPCR) with degenerae primers. The partial se-

quence of carp MSIN consists of 921 base pairs which encode 306 amino acids. The translation of the partial sequence of carp

MSIN shows the common characterizat ion of MSINs, it has a predomain and a mature MSTN domain with conservative hydrolytic
site, RIRR, and 9 cysteine residues. The carp MSTN has high homology of 96. 7% with zebrafish ( Danio rerio) GDFS8. The ex
pression patern of carp MSTN was detected with RF-PCR in different tissues of adult fish, the results showed that the carp

MSTN only could be detected in muscle and brain, we did not obtaine PCR results in other tissues detected. The expression pat

tern of MSTN indicaed that carp MSTN could play important role in nuscular development, and it could play some role in neural

development.

Key words: Common carp ( Gyprinus capio) ; Myostatin; Cloning; Homology; Ex pression pattern



