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Fig. 1 The electron micrograph of strain Bdellovibrio sp. Bdh5221 (19000 x )
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Fig. 2 The Bdellovibrio sp. Bdh5221 sticking to the host bacterium (29000 x )
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Fie. 3 Multplication of Bdellovibrio sp. Bdh5221 m the cytophsn of
the host bacterium ( 29000 % )
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Tab. 1 D g sensitive test of Bdh5221

Dose D imeter of antbacterial circle

Drug Sens itivity
(Hg/dic) (mm)

0/129 10 23 H
0/129 150 48 H
Nean gcin 15 23 H
Biograncetin 15 26 H
Enrofloxacin 15 29 H
Peniilln 15 9 R
Sulfadiazine 15 8 R
V ancocin 15 12 M

Note H. High sensitve M. M ediun sensitve R. Resstant Drug

sensitivily test through d sk diffusion m ethod
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The tree was constructed by M ega3. 1 based on 16S IDNA sequence of [13] (18]
strain Bdh5221 and is relatives in Bdelbv brio genus and B acteriovorax
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THE PHYSIOLOG ICAL CHARACTERISTICS AND 16S rDNA SEQUENCE
ANALY SIS OF BDELLOVIBRIO SP. Bdh5221

LIANG S+Cheng' >, FANG W en-Hong, WANG Ka+Yu' and JA Xian"’
(L. The College of Veterinary M edicine, Sichuan Agricultural Unwersity, Ya’ an 625014 China 2 ChineseA cadany Fishe Sciences
Key and Open Laboratory of M arine and Esuarine Fisheries East China Sea Fisheries R esearch Institute
M sty of Agriulure Shanghat  20009Q Chia)

Abstract A bacterum wh ch isohted from prawn nursery wastewater in Q bnghaj H ainan Province n A ugust 2005 was
mamntaned by our hboratory and nam el Bdh5221. A ccord ing to prev bus study Bdh5221 could prey m ost G ran—negatie
bacterum and can also be cultivated by using heat-killed G ran-negative bacterim. In the present study morpho bgical

physb bgical characteristics drug sensitwity and 16S 1DNA sequence of Bdh5221 were analyzed. The morpho bgical
studies show ed that the strain Bdh5221 w ere G ram—negative m otile and had a bacillifomn or bacillifom shapewith flaget
lun at one sde which size was mostly (0. 2—0.5) Hm X (0.6—1.5) Pm. The physiological characterstics showed
that this bacterim w ere catalase-positive ox dase-negative gelatin colliuation-positive and sensitve to the v brbstratic
agent O /129. Drug sensitve resulis ndicated that this bacterum w ere enrofloxaci-positive neangcin-positve biogran-
cetirpositve penicillirnegative Sulfadiazine-negatve and vancocirnegative. 16S MDNA gene of Bdellovibrio sp.

Bdh5221 was 9% sm ilarwith a navelm arne bacterium K ordiin onas gw angyangensis. The sin ihrity w ith all recogn ized
Bdellovibrie-and-lk e organisn swas fran 90% to 70% . It ndicated hat the bacteriun m ght be a nove 1 Bdellov brie-and-

lke organism s

Key words Bdellowibrio sp. Bdh5221;, Physbbgical caracteristics Dmg sensitive test 16S 1mDNA gene
Phy bgenetic tree



