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Tab. 1 The long trait of Scophthalmus maxinus L.

Sample Long(em) Sample Long(an)
S1 3.42 L1 4. 46
S2 3.41 12 4. 48
S3 3.45 L3 4. 47
S4 3 46 14 449
S5 3.46 15 4. 43
S6 3.48 L6 4. 51
S7 3.47 L7 4. 50
S8 3.46 L8 4. 52
S9 3.50 L9 4. 51
S10 3.49 L10 4. 50
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Tab. 2 The resuls of DDRT-PCR by 18 kinds of primer subsets
L S L S
Primer Identical Bands unique  Bands unique Primer Identical Bands Bands Total
combination expressed for L for S canbination expressed unique unique for
bands pool pool bands for L pool S pool
P/ G 27 0 1 PyG 28 0 1 55
py/C 27 0 0 py/C 35 0 1 63
P/ A 23 1 0 PyA 27 0 1 32
Py G 26 0 2 Ps/G 36 1 0 65
Py C 31 0 1 Ps/ C 33 0 1 6
Py A 24 1 0 Py/A 31 0 0 56
Py G 26 1 0 Py G 30 0 1 58
pyC 25 1 0 Py C 36 0 0 62
Py A 26 0 1 Py/ A 30 1 0 58
4 5 2 5 16
Total 225 4 5 286 2 5 527
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STUDIES ON THE DIFFERENCES OF GENE EXPRESSION IN SCOPHTHALMUS MAXIMUS
L. MUSCLE OF LARGE VERSUS SMALL SCALED INDIVIDUALS

WANG Hui', XIE Xiang-Lin*, LIU XianZhong? LI Rong-Ling' and WANG Dan-Chen®
(1. ollege of Animal Sciene & Tedhnology . Shandong Agricultural University, Tai an  271018; 2. Department of Fishing: Rizhao Occupation
Technique College, Rihao 276826; 3. College of Animal Science, Shangdong Universitys Jinan ~ 250100)

Abstract: In order to understand the molecular basis of fish growth and development, the technique of mRNA differential display
was used to analyze the differences in gene expression of muscle tissue in Saophthalmus maximus L muscle of large versus small
scaled individuals. Only bands that can be repeated in polyactylamide gel electrophoresis of duplicate PCR products were used for
statistic analysis. Our results showed that the differential expressed gene between the 2 fish flocks was very obvious. 18 kinds of
primer subsets amplified 527 clear bands of (DNA fragment. In them, the number of differential expressed cDNA fragment is 16
(3.04%); both fish flocks coincident expression 506 (96. 02 %) bands. The differentially expressed cDNA fragments must be
related to the growth and development of fish. The screen of these differentially expressed genes will help us to understand the
molecular mechanism in Scophthamus maximus 1. gowth and development.
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