25 3 Vol.25, No.3
2001 5 ACTA HYDROBIOLOGICA SINICA May, 2001

4  Sox

B ERE E oo NEx SnE
(1

241000;
2 , 210097)
PCR Sox  (TSSox)  DNA . Sox
s T SSox4 LF4
SOX4 Sox4 ; TSSox 5 LF5
; TSSox2 T Sox2 4 TSSox , TSSox
SRY , 5%
; Sox ; ; PCR
1 5966. 5 A : 1000- 3207(2001) 03— 0245- 06
, ( Genotype sex
determination, GSD) (Environment sex determination, ESD) ,

( Temperature dependent sex determination, TSD)

’ B

( XY ZW TSD ),

[1.2]
[3] [4]
) TSD

’ PCR 5 Sox

5 , ( Trionyx sinensis Wiegmann)
1
1.1 DNA PCR Sox ( Trionyx sinensis)
2 522, , , DNA ol
PCR Sox 2 ,PAGE

:Rg— 35 - GGTCAAGCGACCCATGAA(C/T) GC(AGCT) TT- 3 Rg— 415 -
AGGTCGGTACTT (AG) TA( AG) T(CT) (AGCT) GG(AG)TA- 3

:2000- 04- 07; :2000- 12- 20
( 197412002 97506112)
(1962—),



246

25

SRY
PCR
MgChb, 4U Taq
94°C 1min, 52°C 1min, 72 'C 1min, 35

HM G- box
100uL,

B

1. Oug

PCR , 5SulL PCR 2%
1.2 PCR T4 DNA
14h
X gal ,37C 12h,
pendorf ( ), 20uL
Smin, PCR s
(250r/ min) 12h
1.3 Sox
phism) Sox ,
ABI (373 ) DNA
1.4  Sox 4
( 56 ),
32 Sox/SOX
,NJ
onyx sinensis, T SSox)

2

600
S00)
400
300

200

100

1 PCR

Sox

Fig. 1 The amplyfication result of Sox of T'rionyx sinensis
M pGEM3(+ ) marker; 1. SOX 32,3,
4, ;5,6.

:94C Imin, 42°C 1. 5min, 72°C 1min, 5

217bp

DNA, 25pmol.* L. ! , 2.0mmoL°L"~ !

2 2

, 12°C 15min, 4 C
) DNA
pEGM- T PCR ,4C
[6]
, Ep
,100°C 10min, 15001/ min
»2% )

S5mL LB ,37C
SSCP( Single Strand Conformation Polymor
[5] PE

)

Sox Pc gene
GenBank,
MEGA

Sox

2 2

(Sox of Tri-

2 SSCP

Sox
Fig. 2 The different Sox fragments
were selected by SSCP
1. TSSox— 2;2,3. TSSox- 1;4. TSSox- 3;
5,6. TSSox- 4



4 Sox 247
3 Sox , PCR
) , SRY ,
220bp(
2.2
1205 , 4 ( 2)), 4
, 3:
20 40 60
TSSox1: 5 - ATGGTGTGGTCTCACATTCAGCGGCGCAAGCTGGCTCTTGAGTATCCCAGCATGCGCAAC
TSSox2: 5 - ATGGTGTGGTCCCAGATCGAGAGGAGGAAGATCCATCGGAGCAGTCCCCGGACATGCACA
TSSox4: 5" - ATGGTGTGGTCCCAGATCGAGAGGAGGAAGATCATGGAGCAGTCCCCGGACATGCACAAC
TSSox5: 5 - ATGGTGTGGTCGCAGCACGAGAGGCGGAAGATCATGGACCAGTGGCCGGACATGCACAAT
80 100 120
TSSox1: TCTGAGATCTGCAAGCAGCTGGGCTAGCAGTGGAAACTGCTTACTGACGCCGAGAAGTTG
TSSox2: ACGCCGAGATCCAAGCGCCTGGGCAAGCGCTGGAAACTGCTCAAGGACAGCGACAAGATC
TSSox4: GCCGAGATCTCCAAGCGCCTGGGCAAGCGCTGGAAACTGCTCAAGGACAGCGACAAGATC
TSSox5: GCCGAGATCTCCAAGCGCCTGGGCAGGAGGTGGCAGCTGCTGCAGGACTCGGAGAAGATC
140 160
TSSox1: CCATTCTTCCAGGAGGCACAGCAGTTACAGGTCATGCACATCGAGAAC-3’
TSSox2: CCTTTCATCCGGGAGGCGGAGCGGCTGCGGCTCAAGCACATAGCGGAC-3
TSSox4: CCCTTCATCCGGGAGGCGGAGCGGCTGCGGCTCAAGCACATGGCGGAC-3'
TSSox5: CCATTCGTCAAGGAGGCGGAGCGCCTGCGGCTCAAGCACATGGCCGAC-3'

3 Sox HM G- box DNA

Fig.3 The HM G- box DNA sequence of Sox gene of T'rionyx sinensis

1

1 Sox 4 )

Tab. 1 The amino acid sequence of Sox gene of Trionyx sinensis
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TS Sox2:
TSSox4:

MVWSHIQRRK LALEYPSMRN
MVWSQIERRK IHRSSPRTCT
MV WSQIERRK

SEICKQLGKQ
TPRSKRLGKR
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THE CONSERVATIVE REGION SEQUENCE ANALYSIS OF FOUR
Sox GENES IN THE TRIONYX SINENSIS

NIE Liu— wang', SHAN Xiang— nian’, WANG Ming', GUO Chao— wen'

. 2
and LU Xiao— xuan
(1 Dep artment of Biology, Anhui Normal University, 241000;
2. Ministerial Opening Laboratory of Moleculer Biology, Nanjing Railway Medical College, 210009)

Abstract: The Sox genes of Trionyx sinensis were amplified and cloned using PCR. The
four different fragments of Sox gene HM G- box DNA were selected and sequenced. The re-
sults indicated that the Sox gene is conservative in phylogeny, in which the amino acid se-
quence encode by TSSox4 (The Sox of T. Sinensis) is identical to those encode by LF4
(bird) or differ from SOX4( human) and Sox4( mouse) only on one amino acid; T he amino
acid sequences encode by TSSox5 have an amino acid difference from those encode by LF5
(bird); TSSox1 has about 75% identical to SRY HM G- box at the nucleotide level, and is
most resemblance among four T SSox. Phylogenetic analysis of available 32 Sox sequences in-
cluding SRY/Sry sequence suggests that there wolud be a high degree of divergence betw een
any possible immediate common ancestor of the T. Sinensis Sox sequence and the SRY

(Sry) sequences.
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