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Fig. 1 Phylogenetic N-J tree based on partial nucleic acid se-
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ascidian Halocynthia roretzi (H. ror) was included as outgroup. The
numbers in parentheses are accession number. The figures in nods
are support value with bootstrap=1000
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Tab. 1  Genetic distance between sea squirt species based on Kimura 2-parameter model
Hapl Hap2 Hap3 Hap4 C. sav C.intA C.intB H. ror
Hapl
Hap2 0.001
Hap3 0.001 0.003
Hap4 0.005 0.007 0.007
C. sav 0.004 0.005 0.003 0.010
C.intA 0.294 0.297 0.292 0.289 0.288
C.intB 0.296 0.298 0.294 0.290 0.290 0.148
H. ror 0.491 0.489 0.489 0.481 0.492 0.519 0.471
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