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Tab.1 16 Azolla accessions and their origins
Taxonomic status
Sample Accession . .
Collection origin ( )
No. code
Subgerus Species( Variety)
1 1001 Germany
2 1010 Peru
(A. filiculoide)
3 1043 Brazil
4 2002
Guyana .
5 2003 (A. mexicana)
(Azolla)
6 3001 USA
7 3501 Colom bia (A. caroliniana)
8 4018 Paraguay
9 4060 Philippines (A. microphylla)
10 409 Philippines
11 415 Taiand
12 418 Vietnam
13 505 Fujian Putian (A.imbricata var.)
14 511 Fujian Nmde ( Rhizosperma)
15 575 Shang dong
16 7004 Australia
(A . pinnata var.)
* A ccession code used by Azolla germplasm of Azolla research
center, FAAS.
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: OPA13 CAGCACCCAC; OPB07 GGT GACGCAG; OPB0O8 GTCCACACGG;
0PCO5 GATGACCGCC; OPCO7 GTCCCGACGA; OPCO8 TGGACCGGTG; OPDO7 TTGGCACGGG, 1
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OPBO7: GGTGACGCAG

1 OPBO07 16
(M lamdaDNA/Hind 111 ,1—16 )
Fig. 1 RAPD banding pattern of 16 accessions for A nabaenaazollae amplifed
by primer OPB0O7 (M as M W marker of lamda DN A/ H ind 11, Sample No. 1- 16 in Table)
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Fig. 2 Dendrogram (UPGMA) based on RAPD for A nabeanaAzollae from 16 Azolla accessions
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