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U9 RAPD 1.5% (0.5 pg/mL
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Tab-1 The genetic distances between the ten individuals of two gynogenetic

populations of Red-white ornamental carp

RWI-1 RWI1-2 RWI-3 RWI-4 RWI-5 RW2-1 RW2-2 RW2-3 RW2-4 RW2-5

RWI1- 1 0.0

RWI1- 2 0.093567 0.0

RWI1- 3 0.070175 0.035088 0.0

Rwl-4 0.111111 0.052632 0.076023 0.0

RWI1- 5 0.093567 0.070175 0.070175 0. 122807 0.0

RW2- 1 0.251462 0.216374 0.22807 0.210526 0.251462 0.0

RW2- 2 0.251462 0.22807 0.239766 0.210526 0.251462 0.023392 0.0

RW2- 3 0.263158 0.204678 0.228070 0. 187135 0.228070 0. 081871 0. 070175 0.0

RW2- 4 0.286550 0.228070 0.239766 0.222222 0.251462 0. 081871 0. (93567 0.058480 0.0

RW2- 5 0.274854 0.216374 0.228070 0. 198830 0.263158 0.070175 0. 081871 0. 070175 0. 035088 0.0

2
Tab-2 The average genetic distances within and between the two gynogenetic

populations of red-white ornamental carp

RW 1 RW 2
RW1 0.053021+ 0. 044177
RW?2 0.234386+ 0.024225 0. 044444+ 0. 035782
3 7 DNA

Tab-3 Specific DNA fragments amplified by 7 random prim ers

Primers Sequences . L .
Specific fragments and their size Population

Opo-7 CAGCACTGAC 1500b p RW 1
Opo-9 TCCCACGCAA 2000bp RW1
1400bp, 1200bp RW 1

Opo-12 CAGTGCTGTG
1000bp RW2
1400b p RW1

Opo-14 AGCATGGCTC
700b p RW2
Opj4 CCGAACACGG 1200bp, 900b p RW 1
Opj-8 CATACCGTGG 1800bp RW1

0pj-10 AAGCCCGAGG 1200bp RW1




2.2 DNA
DNA 27 , 7
DNA , 7 Opo-7,0po-9, Opo-12, Opo-14, Opj4, Opj-8
Opj-10(  3) 1 , Opo-14 1400 bp
1 700 bp 2 ; Opj-8
1 1800 bp , 7 RAPD

Red-white | Red-white 2

| 9kb
1 3kb
1 9kh—

1 Opo-14  Opj-8 RAPD
Fig. 1 Electrophoretogram of two typical RAPD band patterns produced by the Opo-14 and Opj-8 primers
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Fig.2 Dendrogram of 10 individuals in the two gynogenetic populations obtained by UPGMA cluster analysis
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RAPD MARKER ANALYSIS OF TWO ARTIFICIAL GYNOGENETIC
POPULATIONS IN RED-WHITE ORNAMENTAL CARP

. 1 .2 . 2
JIA Hai-bo, ZHOU Li" and GUI JianHang
(1. Life Science College, Hubei University, Wuhan 430062; 2. State Key L dboratory of Freshw ater

Ecology and Biotechnology » Institute  Hydrobiology, The Chinese Academy of Sciences,
Wuhan 430072)

Abstract:  Genetic heterogeneity and molecular markers were analyzed in two artificial
gynogenetic populations of Red-white ornamental carp (Cyprinus carpio L. ) by RAPD
technique, using 30 10-ucleotide primers. Similar banding patterns were observed
among individuals within each gynogenetic population, whereas obvious differences were
detected between the two gynogenetic populations. 7 primers, such as Opo-7, Opo-9,
Opo-12, Opo-14, Opj4, Opj=8 and Opj—10 were observed to produce specific bands.,
and these bands could be used as molecular markers for discriminating the two different
gynogenetic populations. Average genetic distances within and among the two
populations clearly indicated their origin and relationship. A phylogenetic tree was
constructed using UPGMA cluster analysis based on a total of 1710 distinguishable
fragments (171 per individual). All individuals in the first gynogenetic population were
clustered into one group, while all the individuals originated from the second were

joined into another group.
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