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Pseudogobio Bleeker Cypriniformes , 17
Cyprinidae Gobioninae . . (2, 115 ( 3
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Tab 2 Primers and their amplified efficiency

Primer Sequence Efficiency Primer Sequence Efficiency

S 01 GITTCGCTCC + o+ S09 TCCCA CGCAA + o+

S e GI'AGACCCGT + o+ S10 TGGCGTCCIT + o+

S 03 CCTTGA CGCA + o+ S11 GGCATGACCT + o+

S CAGGCCCITC + - S12 GAGIGGTGAC + o+

S 05 AATCGGGCTG + o+ S13 TGGGCGTCAA + o+

S 6 CAAACGICGG + - S14 TGGTGGACCA + o+

S o7 ACGTAGCGTC + o+ S15 AAGTCCGCTC + o+

S8 CCACGGGAAG + o+ S16 CCAGCAGCIT + o+

S17 AGGCGGGAAC + -
+ +, Excellent amplification with many distinct and intense bands
+ -, Good ampl fication with afew distinct bands
3 17
Tab.3 Data matrix of RAPD analysis
sr2 0101100000011000000010001 10001 0000010001 11000000001010000| sr2 11110110101011000110000100101 10001 10000001 10100000010011 11
srl 0101100000011000000010001 10001 0000010001 11000000001010000| sr 1 11110111101011000110001001011000110000001001000000010011 11
wy 4 010001001101111100000010010011000001100101000000001000001 || wy- 4  0010001101001000001 11001 10101 10001000010110010000111101110
wy 3 000100001101101110001010000001011001100101000000001001001 || wy-3 ~ 1110001101001011000011011010110100001010010110000111101111
wy 2 000100001101111110001010000011010001100101000000001001000|| wy-2 ~ 1110001101011011001111010010110100001010110010000101101111
wy 1 001100101101111100001010000010000001100101000000101001001 || wy-1 ~ 0010001101001001010111111000110100001010110000000111101111
g2 0000101000101 10101100101010100000101001100100111010101000| gF 2 1010011100001010100011010110001011010001010001 100001001110
g1 1001101011101001011001010101000000010011001101100101 11000 gk 1 111011110001100110111101111000101101000101000010000101 1110
liac 5 00010101110111010011000001 1000100000010100001 100000001 110|| liac 5 0110001 100001000001 0010100011000100001000010000100010011 10
liac4  0001000111001101001100001 11000100010010100001 100000100001 || liac-4 0110001 10000100100100101 100010001100010000100001000101 11 10
liao 3 0001000111001 101001100001 11000100010010100001 100000100001 || liac 3 0110001 10000100100100101 101 11000100001000010000110010011 10
liac 2 0001000111001101001100001 11000100010010100001100000100010|| liac-2 0110001 10000100100100101 10011000100001000010000100010011 10
liao 1 0001000111001 101001100001 11000100010010100001 100000100000|| liac 1 0110001 10000100100100101 10001000100001000010000100010011 10
DSt Wy , liao Lel ~1-2-3-4-5 0 .1

sr indicating Shang Rao City; wy indicating Wu Yuan County; liao indicating Liao Ning Province; gl indicating Poyang Lake;- 1,-2,-3,-4,

-5 indicating different samples from the same locality. 0= band absent; 1= band present
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Tab.4  Genetic dstance among 13 samples from different areas

S-2 srl wy 4 wy 3 wy 2 wy 1 g2 gkl liao 5 liao 4 liao 3 liao 2 liao 1

sr2 0.0000 0.-1077 02846 0314 03077 0.3602 04077 04154 0.3538 0.3538 0.3615 03615 0.3462

srl 0.0000 03308 03615 03538 0.392 04077 04154 0.338 0.3538 0.3615 03462 0.3462
wy-4 00000 01846 0.1615 0.1615 04154 04231 0.3308 0.3308 0.3385 03538 0.3385
wy-3 00000 0.0846 0.1462 04462 04385 0.379 0.3769 0.302 03846 0.302
wy-2 0.0000 0.1385 04385 04154 0.3538 0386 0.3769 03769 0.3615
wy- 1 0.0000 04538 0462 03692 03®M2 03769 03769 0.3615
gt2 00000 01462 0.3760 0.3769 0.38%46 03846 0.3692
gt 1 00000 0.3846 0.3385 0.3615 03615 0. 3462
liao 5 0.0000 0.1077 0.1000 00692 0.0846
liao 4 0.0000 0.0385 00385 0.0231
liao 3 0.0000 00308  0.0308
liao 2 0 0000 0.0154
liao 1 0. 0000
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Fig 1 Unwoted tree for 13 samples of Pseudogobio Bleeker based on 3 .0. 3235
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